Bioinformatics Research Rotation Presentations – Friday, July 27th, 2012
Location: John Jamor Room - BCCA- 600 West 10th Avenue

AGENDA:
8:30am – 9:00 am – BREAKFAST and Meet & Mingle
9:00 am – 9:05 am – Introduction –Jeff Proctor– Moderator
9:05 am – 9:25 am – GUEST SPEAKER: Huifang Li: Dr. Art Cherkasov, Prostate Centre, VGH

Computational Molecular design of Androgen Receptor androgen binding site antagonists

ABSTRACT: The human Androgen Receptor (AR) plays a major role in the development and progression of prostate cancer (PCa). All clinically approved AR antagonists possess similar chemical structures and exhibit the same mode of action on the AR. While initially effective, resistance usually develops to these therapeutics, with accompanying progression of the cancer to castration-resistant and metastatic states. Yet even in these late stage patients the AR is critical for the progression of the disease. Thus, there is a continuing need for AR inhibitors, with new chemical to overcome treatment resistance. In this study, a series of compounds was identified through in silico screening that not only effectively inhibit AR transcriptional activity, but also induce almost complete degradation this receptor in the cell. And a lead AR inhibitor (VPC-3033) was selected that demonstrates strong androgen displacement potency (IC50 < 1 µM), effectively inhibits the AR in transcriptional assays [IC50 = 0.2 µM (eGFP); IC50 = 2.6 µM (PSA)], and possesses a profound AR-degradation ability. Notably, VPC-3033 exhibited significant activity against prostate cancer cells that have already developed resistance to the very potent second-generation anti-androgen, MDV3100. VPC-3033 also showed strong anti-AR activity in novel in vivo models, completely inhibiting the AR transcriptional activity. These results provide a foundation for the development of a new classes of AR antagonists that can help addressing the problem of emerging antiandrogen resistance in prostate cancer.
9:25 am – 9: 35 am Questions on Ms. Li’s presentation – 10 min

Student Presentations: 

9:35 am – 9:45 am – Presentation: Calvin LeFebvre (Sohrab Shah - Pathology, UBC)

                                  “Somatic Mutations in Regulatory Regions
9:45 am – 9:50 am – Questions on the presentation

9:50 am – 10:00 am – Presentation:  Carolyn Ch’ng (Matt Lorincz– Medical Genetics, UBC)
                “RNA-seq analysis of parent of origin allele specific expression.

10:00 am- 10:05 am – Questions on the presentation

10:05 am -10:15 – Presentation: Ian Wood (Irmtraud Meyer, Computer Science, UBC)
                               “Investigating Transcript Regulation in Drosophila melanogaster".

10:15 am – 10:20 am – Questions on the presentation

10:20 am – 10:30 am – Presentation: Raunak Shrestha (Colin Collins, Prostate Centre, VGH)
               “Identifying Markers for Prostate Cancer Progression using Systems Biology Approach
10:30 am – 10:35 am – Questions on the presentation

