Bioinformatics Research Rotation Presentations – March 22, 2013
Location: Lecture Theatre-BCCRC - 675 West 10th Avenue

AGENDA:
8:30 am – 9:00 am –COFFEE /BREAKFAST and Meet & Mingle
9:00 am–9:05 am- Introduction –Calvin Lefebvre– Moderator
9:05 am – 9:20 am – Plenary Speaker:  Evan Gatev - PhD candidate –Dr.  Irmtraud Meyer        
Transcription Factor Modules with Uncorrelated Gene Expression Time Series

Abstract:

I propose a probabilistic method for constructing transcription factor regulatory modules that can include target genes with uncorrelated gene expression time series. The modules are inferred from an integrative data analysis of time series of gene expression under different conditions, along with promoter and distal sequence analysis for transcription factor binding motifs enrichment and epigenetic state.

9:20 am – 9:30 am – Questions on the presentation

9:30 am – 9:40 am – Presentation:  Sarah Perez (Steve Hallam, UBC)
                                “Analyzing and visualizing big data through dynamic networks: LSA
                                 and interactive large-graph layouts”
9:40 am – 9: 45am – Questions on the presentation

9:45 am – 9:55 am – Presentation:  Shaun Jackman (William Hsiao –CDC)
                                   “Identifying Outbreaks using Genomic Epidemiology”

9:55 am- 10:00 am – Questions on the presentation

10:00 am -10:10 am– Presentation: Jake Lever (Matt Lorincz, UBC)


        "A bioinformatics approach to investigate the prevalence of 

                                 retroelement-mediated aberrant gene expression”
10:10 am – 10:15 am – Questions on the presentation

